In order to investigate the genetic diversity of the Bhutanese cattle, complete mitochondrial DNA displacement loop sequences from 30 Bhutanese cattle were determined and analyzed these in conjunction with previously published sequences . 
The mitochondrial DNA (mtDNA) polymorphism, especially the displacement loop (D-loop) region, has been largely applied to understand phylogenetic relationships in many animal species, including cattle (Bradley et al. 1996; Loftus et al. 1994; Mannen et al. 1998a Mannen et al. ,b, 2004 Troy et al. 2001) , pig (Giuffra et al. 2000) , sheep (Hiendleder et al. 1998 ), horse (Vila et al. 2001) , and goat (Luikart et al. 2001; Mannen et al. 2001; Sultana et al. 2003 Sultana et al. , 2004 Chen et al. 2005 ). In cattle, recent studies of mitochondrial variations led to several hypotheses; 1) an independent origin of the two domestic types, B.taurus and B.indicus (Loftus et al. 1994) , 2) the geographically distributed mitochondrial haplogroups in B, taurus (Bradley et al. 1996; Troy et al. 2001; Mannen et al. 1998b Mannen et al. , 2004 (1) and Tashigang (1) (Fig.1 ). In the Bs taurus types, three haplotypes were found (Genbank accession numbers AB268582-AB268584), including one that was represented in duplicate (alignment data not shown).
In 26 Bs indicus sequences, 23 haplotypes were found (AB268559-AB268581), including three haplotypes (Bhu057, Bhu088, Bhu092) that were represented in duplicate. Fig.2 shows an alignment of the 23 B. indicus defined by previous study (Troy et al. 2001; Mannen et al. 2004) . T3 is identical to the reference sequence (Anderson et al. 1982) . The bar scale indicates genetic distance by using the substitution model of Tamura and Nei (1993) . All three Bs taurus haplotypes of Bhutanese cattle belonged to T3 haplogroup (Fig.3 ). 
